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RESULT 1 
S18666 

KIN17 protein - mouse 

C; Species: Mus musculus (house mouse) 

C;Date: 19-Feb-1994 #sequence_revision lO-Nov-1995 #text_change 09-Jul-2004 
C;Accession: S18666; A43753; SX4b22 " ' 

R ; Angulo , J. P.; Rouer, E.; Mazin, A.; Mattei, M.G.; Tissier, A.; Horellou, 

P. ; BenarouS; R. ; Devoret , R. 

Nucleic Acids Res. 19, 5117-5123, 1991 

A; Title: Identification and expression of the cDNA of KIN17, a zinc-finger 
gene located on mouse chromosome 2, encoding a new DNA-binding protein. 
A;Reference number: S18666; MUID: 92020193 ; PMID:1923796 
A;Accession: S18666 
A; Molecule type: mRNA 
A; Residues: 1-391 <ANG> 

A; Cross-references: UNIPROT : Q8K33 9 ; UNIPARC : UPIOO 00 17993 F; EMBL:X584 72 
R;Angulo, J.; Rouer, E.; Benarous, R. ; Devoret, R. 
Biochimie 73, 251-256, 1991 

A; Title: Identification of a mouse cDNA fragment whose expressed polypeptide 
reacts with anti-recA antibodies. 

A;Reference number: A43753; MUID : 91355299 ; PMID:1715759 
A;Accession: A43753 
A; Status: preliminary 
A; Molecule type: mRNA 
A;Residues: 74-273 <ANW> 

A; Cross-references : UNI PARC : UPIO 00017 994 0 
C; Superf amily : KIN17 protein 

Query Match 99.6%; Score 2020;. DB 2 ; Length 3 91; 

Best Local Similarity 99.5%; Pred. No. 3.7e-115; 

Matches 3 89; Conservative 1; Mismatches 1; Indels 0; Gaps 



MGKSDFLSPKAIANRIKSKGLQKLRWYCQMCQKQCRDENGFKCHCMSESHQRQLLLASEN 60 

llllllllllllllllllllll HIIMIIIIIIIIMMMIIIIIIIIIIIMIIII 

MGKSDFLSPKAIANRIKSKGL QNVR WYCQMCQKQCRDENGFKCHCMSESHQRQLLIiASEN 60 
PQQFMDYFSEEFRNDFLELLRRRFGTKRVHNNIVYNEYISHREHIHMNATQWETLTDFTK 
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PQQFMDYFSEEFRNDFLELLRRRFGTKRVHNNIVYNEYISHREHIHMNATQWETLTDFTK 
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Qy . 241 RKESSQSSAQPAKKKKSALDEIMELEEEKKRTARTDAWLQPGIWKIITKKLGEKYHKKK 

II II III II IMII II Mill M Mill II III II II III II II III MIIMI II MM 

Db 241 RKESSQSSAQPAKKKKSALDEIMELEEEKKRTARTDAWLQPGIWKIITKKLGEKYHKKK 

300 

Qy 301 GWKEVIDRYTAWKMTDSGDRLKLDQTHLETVIPAPGKRVLVLNGGYRGNEGTLESINE 

II II Mill MIIMI Mill II Mill II III II II III II II III MIIMI IIIMI 

Db 3 01 GWKEVIDRYTAWKMTDSGDRLKLDQTHLETVIPAPGKRVLVLNGGYRGNEGTLESINE 

360 

Qy 361 KAFSATIVIETGPLKGRRVEGIQYEDISKLA 391 

IIIIIIIIIIIIIIIIMIIIIIIIIIMM 

Db 3 61 KAFSATIVIETGPLKGRRVEGIQYEDISKLA 3 91 



